
Image Area

OmicsOffice® 
Integrated Genomics Analysis Platform

RESULTS AREN’T THE 
END OF THE STORY, 
THEY’RE JUST 
THE BEGINNING



THE KNOWLEDGE TO 
ASK THE NEXT 
BIG QUESTION 
– AND THE NEXT
Wherever there are omics, 
that’s where you’ll find us.

Today’s life scientists are dealing with huge 
datasets from a variety of disciplines. And to 
bring them all together, your solution has to 
bridge the gap between the availability of huge 
omics datasets and their successful application in 
biotechnology and translational medicine.

In other words, you need to turn 
Big Data into Smart Data. 
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Here’s how you can: OmicsOffice®, 
powered by TIBCO Spotfire®, the 
world-class analytics program.

OmicsOffice enables you to process large amounts of 
disparate scientific data quickly and easily, visualize it 
in entirely new ways, and analyze it for better 
decisions – all on a single, easy-to-use platform. In 
other words, it’s the flexible solution for data analysis 
that enables you to not only understand data in a 
biological context, but also to present it in publication-
ready formats.  

OmicsOffice also integrates with all the custom, 
in-house workflows you have in place today – or you 
can choose from our own suite of tested, proven 
workflows for qPCR, microarrays, and next-generation 
sequencing (NGS) analysis. These guided workflows let 
you explore and visualize your data simply, intuitively – 
and they seamlessly integrate data from every major 
platform, wherever it resides. And that means 
maximum scalability in a field where information is 
growing exponentially. 

Best of all, our Click and Go® technology enables you 
to perform complex analyses with a single click – from 
initial setup to final report generation. With 
OmicsOffice, everyone in your lab can input, annotate, 
and collaborate with the pros. 

OmicsOffice: It’s how the next big 
genomics questions get asked. 
And answered. 
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It’s the core of any great genomics lab

At its core, OmicsOffice gives you everything you need 
to connect with your in-house or third-party workflows, 
including state-of-the-art tools for downstream 
analysis as well as powerful, flexible data exploration 
technologies. Together, they enable you to explore 
genomics data in ways never before possible. 

Just the right tools for the job

With OmicsOffice, you can integrate data from a wide 
variety of formats, delivering a single powerful platform 
for all your genomics analysis – and from there, you can:

• Access best-in-class biological and functional data-
analysis and statistical tools

• Perform workflow-independent functional and 
biological analyses for biologically relevant conclusions

• Integrate and run multiple group comparisons on 
cross-platform data

• Collect, integrate, and manage standard and custom 
annotations in a centralized manner

• Explore pathways with the integrated pathway 
viewer, and one-way integration with Ingenuity® 
Pathway Analysis™

What’s more, our tools integrate seamlessly with TIBCO 
Spotfire® Enterprise Runtime for R(TERR), giving you 
access to a vast array of R and Bioconductor tools and 
data analysis methodologies. 

SMART ANALYSIS 

STARTS WITH 
SMART DATA
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What is OmicsOffice? It’s a mature, 
optimized suite of tools for every 
step in your genomics data analysis, 
enabling you to load raw data – 
external and vendor specific – and 
perform the steps common to 
expression analysis, including:

• Data preprocessing 

• Filtering

• Normalization

• Parametric and nonparametric 
statistical tests

• Hierarchical clustering

• Principal component analysis

• Class prediction

• Annotation management 

• GO enrichment and gene-set 
enrichment analysis (GSEA)

• Pathway analysis

And OmicsOffice creates scientific 
visualizations automatically, so even 
novice users can go from initial data 
to biologically meaningful results in 
no time.
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Everything You Need to Get Connected 

Today’s labs are awash in data, and scientists and 
bioinformatics resources are overburdened. No 
wonder that great ideas get lost in the shuffle of 
day-to-day workload. 

That's the whole idea behind the TIBCO Spotfire® 
Connector for GEO. This solution enables any 
scientist to pull data from the Gene Expression 
Omnibus (GEO) directly into TIBCO Spotfire® – 
quickly and easily. And OmicsOffice enables you to 
perform complex bioinformatics analyses in a 
single click.

Combine the two technologies, and you have a 
system that enables you to generate new ideas, test 
hypotheses, and approve or refute them – 
in a single sitting.

www.perkinelmer.com/omicsoffice

The perfect expression of omics research

With the sheer volume of expression data out there, 
researchers in the biomedical field need to analyze huge 
datasets – yet they find themselves spending more time 
and effort on process and less on critical analysis. And 
this can often lead to valuable datasets being “siloed” in 
public or internal databases where they’re often lost 
or overlooked. 

OmicsOffice changes all that, enabling you to explore 
complex gene expression data produced by your 
analysis workflow in entirely new – and intuitive – ways. 
OmicsOffice enables you to integrate external data 
and analysis results from both in-house and external 
workflows and generate visualizations and relevant 
gene lists – all while extracting exciting trends and data 
patterns, identifying relevant findings, and exploring the 
differences among experiments. 

Plus, OmicsOffice provides a comprehensive overview 
of your custom workflow’s results, complete with 
interactive visualizations and publication-quality graphics. 
It automatically generates TIBCO Spotfire® reports in 
minutes, instead of hours or days. And it gives you 
everything you need for collaborative environments and 
large-scale experiments. 
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OmicsOffice for qPCR

The optimal workflow for high-throughput analysis 
of gene expression data in pharmaceuticals, biotechs, 
research centers, and core facilities, user-friendly 
OmicsOffice for qPCR data analysis combines commonly 
used interactive visualizations with advanced statistics to 
deliver fast, precise analysis. 

OmicsOffice for qPCR automatically detects outliers 
and filters low-expressed or undetermined detectors, 
so you’re made aware should problems occur with your 
data – and you’re able to log all activities during analysis 
as well. Plus, you can compute DCt based on multiple 
endogenous controls and determine the most suitable 
controls based on GeNorm, NormFinder, Minimum 
Variance Median, and other algorithms.

With OmicsOffice for qPCR, you benefit from:

• Exhaustive QC steps early on in the analysis, and 
identification of reliable reference genes

• Dedicated workflows for miRNA and  
single-cell analysis

• No plate limit, with capability of handling  
high-dimensional data easily

OmicsOffice for Microarrays

This easy-to-use solution for biomarker discovery 
delivers a highly intuitive way to analyze your data, 
with advanced statistics and interactive visualizations 
that enable you to extract biological signals from gene 
expression data – and to use that data to reach reliable, 
meaningful conclusions. 

OmicsOffice for Microarrays delivers workflows that go 
from raw data to biologically relevant results. It provides 
advanced data mining tools for integrated analysis of 
experimental and functional data. Plus, it furnishes you 
with a step-by-step workflow to help in the statistical 
analysis of gene-expression, miRNA, and aCGH data, 
enabling novice and expert alike produce meaningful, 
reliable results. 

With OmicsOffice for Microarrays, you can:

• Facilitate gene expression, miRNA, and aCGH data 
analysis for biomarker discovery

• Import platform-specific data and annotations

• Analyze data from all major platforms, such as 
Affymetrix, Agilent, Illumina; catalog and design 
custom arrays

GUIDED WORKFLOWS 
THAT GO WHERE 
GENOMICS LEAD

OmicsOffice provides robust guided workflows for high-
throughput qPCR, microarrays, and NGS technologies 
with platform-specific quality control and appropriate 
tertiary-analysis steps. These workflows enable you to load 
unprocessed data into the OmicsOffice system and benefit 
from exhaustive QC, state-of-the-art analysis methodology, 
and interactive visualizations specifically tailored for each data 
type. And you can validate and interrogate the data even 
further using the OmicsOffice workflow-independent tools.
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It’s Click and Go Time

Our automated, guided workflows, featuring Click and 
Go technology, enable even novices to genomics 
research to get relevant transcriptomic profiles from 
qPCR, microarray, ChIP-seq, and RNA-seq 
methodologies. And your results can be presented as 
statistics, charts, or graphs – whichever works best for 
you and your colleagues. 

With Click and Go technology, you can load data 
directly from instrumentation – each analysis pipeline 
performs thorough QC with comprehensive visual 
displays that allow you to validate data on the fly. 

With Click and Go, your research is more:

Relevant These methods are approved by all peer-
reviewed scientific publications – and you always 
know which methods are being employed, and their 
parameters.

Reliable You get comprehensive, automatic QC and 
visual alerts for upstream problems and potential 
biases, outliers, and abnormalities.

Simple Run whole analyses with one click, while 
generating visually appealing and precise reports. 

OmicsOffice for NGS

Integrating state-of-the-art bioinformatics methodologies 
in single-click workflows, OmicsOffice for NGS enables 
you to explore and visualize your data easily – and 
interactively. It performs a vast array of RNA-seq or ChIP-seq 
analyses on any annotated genome, regardless of the 
sequencing technology, while integrating advanced tools 
widely adopted by NGS scientists everywhere – SAMtools, 
Cufflinks, DESeq, edgeR, MACS, and IGV Genome 
Browser among them. 

OmicsOffice for NGS also displays publishing-quality 
scientific visualizations with real-time interactive charts 
that can be exported into PowerPoint or PDF reports with 
a simple mouse click. 

With OmicsOffice for NGS, you get:

• RNA-seq and ChIP-seq guided analysis

• Advanced analysis methods for expression quantification, 
novel transcript detection, alternative splicing, miRNA 
and ncRNA expression analysis, and more

• Support for all genomes and NGS platforms, 
integrating annotations from any source
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